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Hind 1l
Kpn |
BamH |
BstX |
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EcoR W
BstX |
Not |
Xhol
Xba I*
Apa I
Sful
Pme |

pcDNA™3.1/

myc-His
A B, C
5.5 kb

Comments for pcDNA™3.1/myc-His A
5493 nucleotides * There is a unigue BsiE |l site, but no
Xba lor Apa | sites in version C.
CMV promoter: bases 209-863 * There | e Sac |l i
T7 promoter/priming site: bases 863-882 oM 18 @ tnque Sac T g
. i . hetween the Apa | site
Multiple cloning site: bases 902-999 and the Sfu | site in version B only.
myc epitope: bases 997-1026
Polyhistidine tag: bases 1042-1059
BGH reverse priming site: bases 1082-1099
BGH polyadenylation signal: bases 1081-1295
f1 origin of replication: bases 1358-1771
SV40 promoter and origin: bases 1836-2160
Neomycin resistance gene: bases 2196-2990
SV40 polyadenylation signal: bases 3166-3296
pUC origin: bases 3679-4352
Ampicillin resistance gene: bases 4497-5357 (complementary strand)

>pcDNA3.1 myc HIS C
1 GACGGATCGG GAGATCTCCC GATCCCCTAT GGTGCACTCT CAGTACAATC TGCTCTGATG CCGCATAGTT AAGCCAGTAT
81 CTGCTCCCTG CTTGTGTGTT GGAGGTCGCT GAGTAGTGCG CGAGCAAAAT TTAAGCTACA ACAAGGCAAG GCTTGACCGA
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CAATTGCATG
GATTATTGAC
CTTACGGTAA
AACGCCAATA
ATCATATGCC
TGGGACTTTC
TGGGCGTGGA
AAAATCAACG
GTCTATATAA
GGAGACCCAA
GCACAGTGGC
CATCACCATC
CTCCCCCGTG
GTCTGAGTAG
CATGCTGGGG
CTGTAGCGGC
CTCCTTTCGC
GGGTTCCGAT
CTGATAGACG
TCAACCCTAT
TAACAAAAAT
AGAAGTATGC
GCAAAGCATG
CCGCCCATTC
CAGAAGTAGT
TGATCAAGAG
AGAGGCTATT
CGCCCGGTTC
GGCCACGACG
TGCCGGGGCA
CATACGCTTG
CGGTCTTGTC
GCATGCCCGA
TCTGGATTCA
AGAGCTTGGC
ATCGCCTTCT
ACGAGATTTC
TCCAGCGCGG
AATAGCATCA
TTATCATGTC
ATCCGCTCAC
ACATTAATTG
CGCGGGGAGA
GGCGAGCGGT
GCAAAAGGCC
GCATCACAAA
GCTCCCTCGT
CTTTCTCATA
CGTTCAGCCC
CAGCAGCCAC
GGCTACACTA
ATCCGGCAAA
AAGAAGATCC
TTATCAAAAA
TTGGTCTGAC
GACTCCCCGT
CGCTCACCGG
CGCCTCCATC
CCATTGCTAC
GTTACATGAT
AGTGTTATCA
GTGAGTACTC
ACCGCGCCAC
GCTGTTGAGA
GGTGAGCAAA
CTTTTTCAAT
ACAAATAGGG

AAGAATCTGC
TAGTTATTAA
ATGGCCCGCC
GGGACTTTCC
AAGTACGCCC
CTACTTGGCA
TAGCGGTTTG
GGACTTTCCA
GCAGAGCTCT
GCTGGCTAGT
GGCCGCTCGA
ACCATTGAGT
CCTTCCTTGA
GTGTCATTCT
ATGCGGTGGG
GCATTAAGCG
TTTCTTCCCT
TTAGTGCTTT
GTTTTTCGCC
CTCGGTCTAT
TTAACGCGAA
AAAGCATGCA
CATCTCAATT
TCCGCCCCAT
GAGGAGGCTT
ACAGGATGAG
CGGCTATGAC
TTTTTGTCAA
GGCGTTCCTT
GGATCTCCTG
ATCCGGCTAC
GATCAGGATG
CGGCGAGGAT
TCGACTGTGG
GGCGAATGGG
TGACGAGTTC
GATTCCACCG
GGATCTCATG
CAAATTTCAC
TGTATACCGT
AATTCCACAC
CGTTGCGCTC
GGCGGTTTGC
ATCAGCTCAC
AGCAAAAGGC
AATCGACGCT
GCGCTCTCCT
GCTCACGCTG
GACCGCTGCG
TGGTAACAGG
GAAGAACAGT
CAAACCACCG
TTTGATCTTT
GGATCTTCAC
AGTTACCAAT
CGTGTAGATA
CTCCAGATTT
CAGTCTATTA
AGGCATCGTG
CCCCCATGTT
CTCATGGTTA
AACCAAGTCA
ATAGCAGAAC
TCCAGTTCGA
AACAGGAAGG
ATTATTGAAG
GTTCCGCGCA

TTAGGGTTAG
TAGTAATCAA
TGGCTGACCG
ATTGACGTCA
CCTATTGACG
GTACATCTAC
ACTCACGGGG
AAATGTCGTA
CTGGCTAACT
TAAGCTTGGT
GGTCACCCAT
TTAAACCCGC
CCCTGGAAGG
ATTCTGGGGG
CTCTATGGCT
CGGCGGGTGT
TCCTTTCTCG
ACGGCACCTC
CTTTGACGTT
TCTTTTGATT
TTAATTCTGT
TCTCAATTAG
AGTCAGCAAC
GGCTGACTAA
TTTTGGAGGC
GATCGTTTCG
TGGGCACAAC
GACCGACCTG
GCGCAGCTGT
TCATCTCACC
CTGCCCATTC
ATCTGGACGA
CTCGTCGTGA
CCGGCTGGGT
CTGACCGCTT
TTCTGAGCGG
CCGCCTTCTA
CTGGAGTTCT
AAATAAAGCA
CGACCTCTAG
AACATACGAG
ACTGCCCGCT
GTATTGGGCG
TCAAAGGCGG
CAGGAACCGT
CAAGTCAGAG
GTTCCGACCC
TAGGTATCTC
CCTTATCCGG
ATTAGCAGAG
ATTTGGTATC
CTGGTAGCGG
TCTACGGGGT
CTAGATCCTT
GCTTAATCAG
ACTACGATAC
ATCAGCAATA
ATTGTTGCCG
GTGTCACGCT
GTGCAAAAAA
TGGCAGCACT
TTCTGAGAAT
TTTAAAAGTG
TGTAACCCAC
CAAAATGCCG
CATTTATCAG
CATTTCCCCG

GCGTTTTGCG
TTACGGGGTC
CCCAACGACC
ATGGGTGGAG
TCAATGACGG
GTATTAGTCA
ATTTCCAAGT
ACAACTCCGC
AGAGAACCCA
ACCGAGCTCG
TCGAACAAAA
TGATCAGCCT
TGCCACTCCC
GTGGGGTGGG
TCTGAGGCGG
GGTGGTTACG
CCACGTTCGC
GACCCCAAAA
GGAGTCCACG
TATAAGGGAT
GGAATGTGTG
TCAGCAACCA
CATAGTCCCG
TTTTTTTTAT
CTAGGCTTTT
CATGATTGAA
AGACAATCGG
TCCGGTGCCC
GCTCGACGTT
TTGCTCCTGC
GACCACCAAG
AGAGCATCAG
CCCATGGCGA
GTGGCGGACC
CCTCGTGCTT
GACTCTGGGG
TGAAAGGTTG
TCGCCCACCC
TTTTTTTCAC
CTAGAGCTTG
CCGGAAGCAT
TTCCAGTCGG
CTCTTCCGCT
TAATACGGTT
AAAAAGGCCG
GTGGCGAAAC
TGCCGCTTAC
AGTTCGGTGT
TAACTATCGT
CGAGGTATGT
TGCGCTCTGC
TGGTTTTTTT
CTGACGCTCA
TTAAATTAAA
TGAGGCACCT
GGGAGGGCTT
AACCAGCCAG
GGAAGCTAGA
CGTCGTTTGG
GCGGTTAGCT
GCATAATTCT
AGTGTATGCG
CTCATCATTG
TCGTGCACCC
CAAAAAAGGG
GGTTATTGTC
AAAAGTGCCA

CTGCTTCGCG
ATTAGTTCAT
CCCGCCCATT
TATTTACGGT
TAAATGGCCC
TCGCTATTAC
CTCCACCCCA
CCCATTGACG
CTGCTTACTG
GATCCACTAG
ACTCATCTCA
CGACTGTGCC
ACTGTCCTTT
GCAGGACAGC
AAAGAACCAG
CGCAGCGTGA
CGGCTTTCCC
AACTTGATTA
TTCTTTAATA
TTTGCCGATT
TCAGTTAGGG
GGTGTGGAAA
CCCCTAACTC
TTATGCAGAG
GCAAAAAGCT
CAAGATGGAT
CTGCTCTGAT
TGAATGAACT
GTCACTGAAG
CGAGAAAGTA
CGAAACATCG
GGGCTCGCGC
TGCCTGCTTG
GCTATCAGGA
TACGGTATCG
TTCGCGAAAT
GGCTTCGGAA
CAACTTGTTT
TGCATTCTAG
GCGTAATCAT
AAAGTGTAAA
GAAACCTGTC
TCCTCGCTCA
ATCCACAGAA
CGTTGCTGGC
CCGACAGGAC
CGGATACCTG
AGGTCGTTCG
CTTGAGTCCA
AGGCGGTGCT
TGAAGCCAGT
GTTTGCAAGC
GTGGAACGAA
AATGAAGTTT
ATCTCAGCGA
ACCATCTGGC
CCGGAAGGGC
GTAAGTAGTT
TATGGCTTCA
CCTTCGGTCC
CTTACTGTCA
GCGACCGAGT
GAAAACGTTC
AACTGATCTT
AATAAGGGCG
TCATGAGCGG
CCTGACGTC

ATGTACGGGC
AGCCCATATA
GACGTCAATA
AAACTGCCCA
GCCTGGCATT
CATGGTGATG
TTGACGTCAA
CAAATGGGCG
GCTTATCGAA
TCCAGTGTGG
GAAGAGGATC
TTCTAGTTGC
CCTAATAAAA
AAGGGGGAGG
CTGGGGCTCT
CCGCTACACT
CGTCAAGCTC
GGGTGATGGT
GTGGACTCTT
TCGGCCTATT
TGTGGAAAGT
GTCCCCAGGC
CGCCCATCCC
GCCGAGGCCG
CCCGGGAGCT
TGCACGCAGG
GCCGCCGTGT
GCAGGACGAG
CGGGAAGGGA
TCCATCATGG
CATCGAGCGA
CAGCCGAACT
CCGAATATCA
CATAGCGTTG
CCGCTCCCGA
GACCGACCAA
TCGTTTTCCG
ATTGCAGCTT
TTGTGGTTTG
GGTCATAGCT
GCCTGGGGTG
GTGCCAGCTG
CTGACTCGCT
TCAGGGGATA
GTTTTTCCAT
TATAAAGATA
TCCGCCTTTC
CTCCAAGCTG
ACCCGGTAAG
ACAGAGTTCT
TACCTTCGGA
AGCAGATTAC
AACTCACGTT
TAAATCAATC
TCTGTCTATT
CCCAGTGCTG
CGAGCGCAGA
CGCCAGTTAA
TTCAGCTCCG
TCCGATCGTT
TGCCATCCGT
TGCTCTTGCC
TTCGGGGCGA
CAGCATCTTT
ACACGGAAAT
ATACATATTT

CAGATATACG
TGGAGTTCCG
ATGACGTATG
CTTGGCAGTA
ATGCCCAGTA
CGGTTTTGGC
TGGGAGTTTG
GTAGGCGTGT
ATTAATACGA
TGGAATTCTG
TGAATATGCA
CAGCCATCTG
TGAGGAAATT
ATTGGGAAGA
AGGGGGTATC
TGCCAGCGCC
TAAATCGGGG
TCACGTAGTG
GTTCCAAACT
GGTTAAAAAA
CCCCAGGCTC
TCCCCAGCAG
GCCCCTAACT
CCTCTGCCTC
TGTATATCCA
TTCTCCGGCC
TCCGGCTGTC
GCAGCGCGGC
CTGGCTGCTA
CTGATGCAAT
GCACGTACTC
GTTCGCCAGG
TGGTGGAAAA
GCTACCCGTG
TTCGCAGCGC
GCGACGCCCcA
GGACGCCGGC
ATAATGGTTA
TCCAAACTCA
GTTTCCTGTG
CCTAATGAGT
CATTAATGAA
GCGCTCGGTC
ACGCAGGAAA
AGGCTCCGCC
CCAGGCGTTT
TCCCTTCGGG
GGCTGTGTGC
ACACGACTTA
TGAAGTGGTG
AAAAGAGTTG
GCGCAGAAAA
AAGGGATTTT
TAAAGTATAT
TCGTTCATCC
CAATGATACC
AGTGGTCCTG
TAGTTTGCGC
GTTCCCAACG
GTCAGAAGTA
AAGATGCTTT
CGGCGTCAAT
AAACTCTCAA
TACTTTCACC
GTTGAATACT
GAATGTATTT

CGTTGACATT
CGTTACATAA
TTCCCATAGT
CATCAAGTGT
CATGACCTTA
AGTACATCAA
TTTTGGCACC
ACGGTGGGAG
CTCACTATAG
CAGATATCCA
TACCGGTCAT
TTGTTTGCCC
GCATCGCATT
CAATAGCAGG
CCCACGCGCC
CTAGCGCCCG
GCTCCCTTTA
GGCCATCGCC
GGAACAACAC
TGAGCTGATT
CCCAGCAGGC
GCAGAAGTAT
CCGCCCAGTT
TGAGCTATTC
TTTTCGGATC
GCTTGGGTGG
AGCGCAGGGG
TATCGTGGCT
TTGGGCGAAG
GCGGCGGCTG
GGATGGAAGC
CTCAAGGCGC
TGGCCGCTTT
ATATTGCTGA
ATCGCCTTCT
ACCTGCCATC
TGGATGATCC
CAAATAAAGC
TCAATGTATC
TGAAATTGTT
GAGCTAACTC
TCGGCCAACG
GTTCGGCTGC
GAACATGTGA
CCCCTGACGA
CCCCCTGGAA
AAGCGTGGCG
ACGAACCCCC
TCGCCACTGG
GCCTAACTAC
GTAGCTCTTG
AAAGGATCTC
GGTCATGAGA
ATGAGTAAAC
ATAGTTGCCT
GCGAGACCCA
CAACTTTATC
AACGTTGTTG
ATCAAGGCGA
AGTTGGCCGC
TCTGTGACTG
ACGGGATAAT
GGATCTTACC
AGCGTTTCTG
CATACTCTTC
AGAAAAATAA



pcDNA™3.1/myc-His C MCS

918

969

10659

T7 promoter/priming site Hind 1l Kpn |
| 1 | |
ATTAATACGA CTCACTATAG GGAGACCCARA GCTGGCTAGT TA AGCZ TTG GTA CCG AGC
Ser Leu Val Fro Ser
BarT?H | lef}( I EGIOR | EcoIR v Ssal‘){ |
TCG GAT CCA CTA GTC CAG TGT GGT GGA ATT CTG CAG ATA TCC AGC ACA GTG
Zer Asp Pro Leu Val Gln Cys Gly Gly Ile Leu Eln Ile S=r Ser Thr val
Ncr-rt I Xf}o | BstE |l Slfu I myc epitope
GCG GCC GCT CGA TTC GAA CAA AAR CTC ATC TCA GAA GAG GAT
Zlz Rlza Ala Arg Gly His Pro Phe Glu Gln Lys Leu Ile Ser &lu Glu Asp
Agle I Polyhistidine tag Pme |
T 1 |
CTz AAT ATG CAT ACC GET CAT CAT CAC CAT CAC CAT TGA GTTTARACCC
Leu Asn Met His Thr Gly His His His His His His **#
BGH Reverse priming site
T |

GCTGATCAGC CTCGACTGTG CCTTCTAGTT GC



